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which minimizes non-specific bindings with antibody SCX: Sulfonate (—503H), pKa < 1.0 Comparison of Antibodix™ WCX NP5, Proteomix® SCX NP5 Analysis of Antibody Q on Antibodix™ WCX NP5 and
proteins, leading to high efficiency and high recovery WCX: Carboxylate (—COOH), pKa 4.75 and Proteomix® WCX NP5 (all 4.6 x 250 mm). Mobile Proteomix® SCX NP5, both 4.6 x 250 mm. Mobile phases
separations. In this study, we applied Antibodix™ WCX and  Linkers: phases were A: 2.4 mM tris, 1.5 mM imidazole and 11.6 were A: 20 mM tris pH 8.2 and B: A + 100 mM NaCl. Flow
Proteomix® SCX for separations of variants and stability Proteomix® is a tentacle linker mM piperazine pH 6.0 and B: A + 0.5 M NaCl pH 10.5. Flow rate was 0.7 mL/min and column temperature was at 30°C.
studies with a number of mAbs. Different mobile phase Antibodix™ is a random polymer linker, more hydrophilic rate was 0.8 mL/min and column temperature was at 30°C. 20 uL of Antibody Q at 1 mg/mL was injected.

systems such as pH and salt gradients were applied to the  |hgtryument: Agilent 1200 HPLC with quaternary pump 20 pL of Antibody Q (1 mg/mL) was injected.

separations.
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Analysis of mAb H comparison on Antibodix™ WCX NP5 Analysis of mAb 321 on Antibodix™ WCX NP5 4.6 x 250 Analysis of three lots of Antibody Q on Antibodix™ WCX Analysis of a fresh and an aggregated mAb on Antibodix™
and NP10, both 4.6 x 250 mm. Mobile phases were A: 10 mm. Mobile phases were A: 20 mM sodium acetate pH NP5 4.6 x 250 mm. Mobile phases were A: 20 mM tris pH WCX NP5 4.6 x 250 mm. Mobile phases were A: 20 mM
mM sodium phosphate pH 7.5 and B: A + 0.1 M NaCl. Flow 5.15 and B: A + 1 M of the indicated salt. Flow rate was 0.8 8.2 and B: A + 100 mM NaCl. Flow rate was 0.7 mL/min HEPES pH 7.0 and B: A + 1 M NaCl. Flow rate was 0.6 mL/
rate was 0.8 mL/min and the column temperature was at mL/min and the column temperature was at 30°C. 20 uL of and column temperature was at 30°C. 20 pulL of each lot of min and column temperature was at 30°C. 3 pL of
30°C. 50 pL of mAb H at 1 mg/mL was injected. mAb 321 at 5 mg/mL was injected. Antibody Q at 1 mg/mL was injected. antibody (17 mg/mL) from inlaid SEC run was injected.
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Optimizing the pH gradient for the analysis of mAb 321 on  Analysis of mAb 321 on Proteomix® SCX NP5 4.6 x 250 mm  Analysis of three different mAbs on Proteomix® SCX NP5 4.6  Analysis of mAb 321 on Proteomix® SCX NP5 (4.6 x 250 mm)
Proteomix® SCX NP5 4.6 x 250 mm. Mobile phases were A:  at two different flow rates. Mobile phases were A: 2.4 mM x 250 mm. Mobile phases were A: 2.4 mM tris, 1.5 mM and a Competitor's SCX (5 um, 4.0 x 250 mm). Mobile phases
2.4 mM tris, 1.5 mM imidazole and 11.6 mM piperazine pH tris, 1.5 mM imidazole and 11.6 mM piperazine pH 6.0 and imidazole and 11.6 mM piperazine pH 6.0 and B: A at pH were A: 2.4 mM tris, 1.5 mM imidazole and 11.6 mM
6.0 and B: A at pH 10.5. Flow rate was 0.8 mL/min and 10 B: A at pH 10.5. Flow rates were 0.8 and 1.5 mL/min and 10.5. Flow rate was 0.8 mL/min and the column temperature piperazine pH 6.0 and B: A at pH 10.5. Flow rate was 0.8 mL/
uL of mAb 321 at 5 mg/mL was injected. 10 pL of mAb 321 at 5 mg/mL was injected. was at 30°C. 10 pL mAb 321 (5 mg/mL), 50 puL mAb 202 (1  min for Proteomix® SCX and 0.6 mL/min for the Competitor's

mg/mL) and 10 pL mAb 016 (5.9 mg/mL) was injected. SCX. 10 pL mAb 321 (5.0 mg/mL) was injected on each column.
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